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Strain Genotype
BB4 supF58, supE44, hsdR514, galK2, galT22 , trpR55, metB1, tonA, AlacU169/F' [proAB*, lac I, lacZAM15Tn10 (tet") ]
BL21 (DE3) F°, ompT, hsdSs(rs"ms”) , gal (A ¢ 1857, ind1, Sam7, nin5, lacUV5-T7genel) , dcm (DE3) (Bik3EE)
BM25.5 F", A imm**kan’, (P1), cm', nCmy', tet"
A (lac-proAB) , supE, thi, mutS215 :: Tn10 (tet') /F' (traD36, proAB", lac I 9, lacZAM15)
BW313 HfrKL16PO/45 [lys (61-62) /dutl, ungl, thi-1, relA1]
C-la A wild type strain (C strain) (CHESRIE)
C600 supE44, hsdR, thi-1, thr-1, leuB6, lacY1, tonA21
dut1, ungi, thi-1, relA1/pCJ105 (F'cam’)
DH1 supE44, hsdR17, recA1, endA1, gyrA96, thi-1, relA1
DH5 supE44, hsdR17, recA1, endA1, gyrA96, thi-1, relA1
F~, $80d/lacZAM15, A(lacZYA-argF) U169, deoR, recA1, endA1, hsdR17(r<” m«*), phoA, supE44, )", thi-1, gyrA96, relA1
DP50supF SupE44, supF58, hsdS3 (rs"me’) , dapD8, lacY1, gIinV44, A (gal-uvrB) 47, tyrT58, gyrA29, tonA53, A (thyA57)
ED8654 SupE, supF, hsdR, metB, lacY, gal, trpR
ED8767 supE44, supF58, hsdS3 (rs"ms”) , recA56, galK2, galT22, metB1
ER1647 F", trp-31, his-1, rpsL104 (str"), fhuA2, A (lacX) r, supEa4, xyl-7, mtl-2, metB1, recD1014, mcrA1272 ;. Tn10, A (mcrB,
hsdRMS, mrr) 102 :: Tn10 (tet’)
supEA4, A (mcrC-mrr), recA13, ara-14, proA2, lacY1, galK2, rpsL20, xyl-5, mtl-1, leuB6, thi-1
HMS174 F", recA1, hsdR, Rif"
JM83 F", ara, A (lac-proAB) , rpsL (¢80 lacZAM15)
JM101 SupE, thi, A (lac-proAB) [F' [traD36, proAB', lac 1 °, lacZAM15]
JM105 endA1, supE, sbcB15, thi, rpsL, A (lac-proAB) F' [traD36, proAB', lac I 9, lacZAM15]
JM106 F~, endA1, gyrA96, thi, hsdR17, supE44, relA1, A (lac-proAB)
JM107 endA1, gyrA96, thi, hsdR17, supE44, relA1, A (lac-proAB) IF' [traD36, proAB', lac I %, lacZAM15]
JM108 F~, recA1, endA1, gyrA96, thi, hsdR17, supE44, relA1, A (lac-proAB)
recA1, endA1, gyrA96, thi-1, hsdR17(r<” mx*), e14” (mcrA’), supE44, relA1, A (lac-proAB) | F' [traD36, proAB", lac I %, lacZAM15]
JM110 dam, dcm, supEA44, hsdR17, thi, leu, rpsL1, lacY, galK, galT, ara, tonA, thr, tsx, A (lac-proAB) /F'[traD36, proAB", lac I %, lacZAM15]
K802 F’, lacY1 or A (lac°-Y) 6 (lac-3), supE44, galK2, galT22, mcrA, rfbD, metB1, mcrB1, hsdR2
K803 F~, lacY1 or A (lac9-Y)6 (lac-3), supE44, galK2, galT22, mcrA, rfbD, metB1, mcrB1, hsdR3
LE392 supEA44, supF58, hsdR514, galK2, galT22, metB1, trpR55, lacY1
MC1061 hsdR, mcrB, araD139, A (araABC-leu) 7679, AlacX74, galU, galK, rpsL, thi
ara, A (lac-proAB) , rpsL, thi (¢80 lacZAM15) , A (srl-recA) 306 :: Tn10 (tet') /F' [traD36, proAB', lac I %, lacZAM15]
MV1193 A (lac-proAB) , rpsL, thi, endA1, sbcB15, hsdR4, A (srl-recA) 306 :: Tn10 (tet") /F' [traD36, proAB', lac I 9, lacZAM15]
NovaBlue endA1, hsdR17, (r<"mx*) , supEAA4, thi-1, gyrA96, relA1, lac, recA1/F', [proAB*, lac [ 'ZAM15, Tn10 (tet") ]
RR1 supE44, hsdS20, ara-14, proA2, lacY1, galK2, rpsL20, xyl-5, mti-1
TAP90 SupE44, supF58, hsdR, pro, leuB, thi-1, rpsL, lacY1, tonA1, recD1903 :: mini-tet
TG1 supE, hsdA5, thi, A (lac-proAB) [F' [traD36, proAB", lac I °, lacZAM15]
TG2 supE, hsdA5, thi, A (lac-proAB) A (srl-recA) 306 :: Tn10 (tet") /F' [traD36, proAB*, lac | %, lacZAM15]
supE44, hsdS20 (rs"me’) , recA13, ara-14, proA2, lacY1, galK2, rpsL20, xyl-5, mtl-1, thi-1, trpR624
XL1-Blue hsdR17, supE44, recA1, endA1, gyrA46, thi, relA1, lac/F' [proAB',lac [ lacZAM15 :: Tn10 (tet")]
x1776 F~, thuA53, dapD8, minA1, minB2, rfb-2, ginV44 (supE44) , A (gal-uvrB) 47, tyrA142, gyrA29, oms-2, metC65, osm-1 (tte -1),
A (bioH-asd) 29, cycA1, cycB2, hsdR2
Y-1088 F~, AlacU169, supE, supF, hsdR, metB, trpR, fhuA21, proC : . Tn5/pMC9*
Y-1089 F~, AlacU169, Ion-100, araD139, rpsL, hflA150 [chr :: Tn10/pMC9*]
Y-1090 F~, AlacU169, Ion-100, araD139, rpsL, supF, mcrA, trpC22 ;. Tn10/pMC9*
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* pMC9 is pBR322 with Jac I * inserted.

1) Maniatis, T., Fritsh, E. F. and Sambrook, J. (1989) “Molecular Cloning" A
Laboratory Manual 2nd. ed.

2) Young, R. A. and Davis, R. W. (1983) Science 222, 778-782.

3) Yanisch-Perron, C., Vieira, J. and Messing, J. (1985) Gene 33, 103-119.

[TaKaRa BIOTECHNOLOGY CATALOG ONLINE] http://www.takara.com.cn

£l

\



